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Summary

The origins of the nearly one billion people inhabiting
the Indian subcontinent and following the customs of

generally considered to be the aboriginal inhabitants of
the Indian subcontinent, present in the region before
the arrival of Indo-European speakers [2]. As such, they
represent a unique source for estimating the in situ pre-
Indo-European genetic diversity of India as well as for
investigating the origins of caste populations of India.
Recently, a qualitative comparison of presence versus
absence of Y chromosome haplogroups in just two tribal
and six caste groups led to the conclusion that both
Indian caste and tribal Y chromosomes largely derive
from the same Pleistocene genetic heritage, with only
limited recent gene flow from external sources. This
conclusion implies an in situ origin of paternal lineages
of caste groups [5], which is at odds with nongenetic
evidence [2-4].

To determine if Indian caste paternal lineages are de-
rived from local ancestors (i.e., tribal groups) or from
other Eurasian source(s), we obtained new Y chromo-
some data from 155 individuals from nine tribal groups
and one caste group and compared these to published
data [5, 9, 10]. The total dataset consists of 931 Y chro-
mosomes from 15 tribal and 12 caste groups and consti-
tutes the most extensive dataset of Indian Y chromo-
somes to date. The studied caste groups originate from
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Figure 1. Y Chromosome Haplogroup Frequencies in 931 Indian
Males from 27 Populations

Haplogroup relationships are shown with haplogroup-defining
markers along the relevant branches of the tree. Haplogroup fre-
quencies are given as a percentage. Data from [10] were excluded

Table 1. Estimated Indigenous and Nonindigenous
Contributions to Indian Caste and Tribal Y
Chromosome Gene Pools

Nonindigenous Indigenous
Contribution Contribution
Caste groups 74% 26%
North caste groups 88% 12%
South caste groups 68% 32%
Tribal groups 29% 71%

These estimates are based on the frequencies of seven haplogroups
(which account for >80% of Indian Y chromosomes), assuming that
haplogroups H-M52, O-M95, and F-M89 have indigenous origins,
whereas J-M172, L-M20, R-M17 and R-M124 have nonindigenous
origins given their putative phylogeography (see text).

haplogroups in tribal groups are significantly rarer in
caste groups and vice versa. Moreover, haplogroups
that are likely to be of indigenous origin are in higher
frequency in tribal groups, whereas haplogroups that
are likely to be of nonindigenous origin are higher in
frequency in caste groups. Indeed, we estimate through
a phylogeographic approach (Table 1) that 74% of the
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