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possibility now exists to test the hypothesis of a biological
relationship between Italian and Danish populations,
potentially related with the ancient Cimbri. Population
genetics is revealing aspects of population history that
previously proved hard to reconstruct, by integrating and

complementing the information provided by archaeologi-
cal, linguistic, and historical sources. Examples are in
Sokal et al. (1996), von Haeseler et al. (1996), and Ca-
valli-Sforza (1998). In Europe, the analysis of genetic vari-
ation has led to identification of the demographic conse-

Fig. 1. The eastern route of
the Cimbri*116 to 101 BC in rela-
tion to Roman (lower shaded area)
and Celtic areas (Kaul, 1995).
Territories of Thracian and Kelto-
thracian Scordisci tribes are indi-
cated as are the homelands of the
assumed ‘‘Cimbri’’ populations.
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quences of prehistoric population expansions, and of suc-
cessive population contacts, which often resulted in a
higher-than-expected level of genetic relatedness between
populations (Sokal 1991; Sokal et al., 1996).

To investigate whether the present Italian ‘‘Cimbri’’ pop-
ulation and the Danish population of Himmerland have
some common ancestors, whom one would be tempted to
identify with the historical Cimbri, we have engaged in a
study describing the genetic diversity in the two popula-
tions and comparing them with other European groups. In
particular, we tested the hypothesis that levels of genetic
resemblance between the present ‘‘Cimbri’’ communities
exceed what would be expected between populations sepa-
rated by that geographic distance. Previously, we have





for SNPs and STRs, respectively). On the other hand,
Cimbri from Himmerland and Danes are undifferentiated
with Fst values not different from zero.



of the mutation may play an important role (Kayser
et al., 2000).

The genetic distances at the STR level do not indicate
any special relationship between the two Cimbri samples
and between them and a Danish sample either. For a more
detailed analysis, we retrieved information from several
populations across Europe and Middle East not just as al-
lele frequencies but in the form of combined individual
haplotypes (de Knijff, 2000). The results of this analysis
fully agree with the inferences from both Y-specific SNPs
and mitochondrial DNA sequence variation.

While ‘‘Cimbri’’ from Himmerland resemble their geo-
graphical neighbors from Denmark for the Y-chromosome
markers, ‘‘Cimbri’’ from Italy are significantly differenti-
ated both from Cimbri from Himmerland and from Danes.
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